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Supplementary Fig. 1.  qRT-PCR and WB analysis showed the efficiency of FRZB overexpression and knockdown.  (a) qRT-PCR analysis of FRZB overexpression and knockout control groups and the blank control group. (b and c) WB analysis of FRZB overexpression and knockout control groups and the blank control group. n = 6, ***P < 0.001. 
Overexpression and knockout sequences
sh-FRZB: gcgaagagctgccggtgtacg
sh-NC: TTCTCCGAACGTGTCACGT
OE-FRZB: gcccaaccacctgcaccacagtacccaggctaacgccatcctggccatcgaacaattcgaagggctgctgggcacccactgcagcccggatcttctcttcttcctctgtgccatgtacgcacccatttgcaccatcgacttccagcacgagcccatcaagccctgcaagtccgtgtgtgagcgcgcccgacagggctgcgagcccatcctcatcaagtaccgccactcgtggccggaaagcttggcctgcgaagagctgccggtgtacgaccgcggcgtgtgcatctctccggaggccatcgtcaccgcggacggagccgattttcctatggattcgagcactggacactgcagagggacaagcagtgaacgttgcaaatgtaagcctgtcagagctacacagaagacctatttccggaacaattacaactatgtcatccgggctaaagttaaagaggtaaagatgaaatgtcatgacgtgaccgccattgtggaggtgaaggaaattctaaaggcatcactggtaaacattccaaggga
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